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Preface

The field of stress and environmental control of gene expression
in bacteria is a very active field, moving rapidly and in multiple
directions. An extensive overview book has existed since 2011,
when the excellent Bacterial Stress Responses book of reviews
(ASM Press) appeared. This book is an update and extension of
that volume, with chapters mainly based on publications post
2010 or from de novo contributions; it is thus a complemen-
tary rather than competitive work, which focuses on original
research papers and reviews in a large variety of different organ-
isms, rather than reviewing model systems only. The large out-
line covers 23 different topics and provides selected new reviews
as well as a series of research chapters for each topic. Altogether,
it provides a detailed and broad overview of the field and empha-
sizes differences and commonalities in different organisms.

As mentioned, this book contains not only reviews but also
many recent, original research chapters. The authors have been
asked to provide succinct materials and methods, and to refer
back to their original publication when deemed appropriate.
This book provides an extensive Index to facilitate the search for
key terms. Special attention has been given to cross-referencing
the chapters in the book. The book appears in print as well as

in electronic format at the Wiley website, in order to facilitate
downloading of particular chapters.

The primary audience is (clinical) microbiologists, bio-
chemists, geneticists, and microbial ecologists working in the
field of stress and environmental control of gene expression and
adaptation to stress conditions.

These books are in principle research-intensive books, but
they could be used in upper level undergraduate and graduate-
level courses in Microbiology, Molecular Genetics, Biochem-
istry, and Microbial Ecology. These books are particularly useful
for instructors who want to integrate aspects of environmental
control of gene expression (response to stresses) in their upper
level courses, and they can assign particular chapters to students
to present back to the class. It is particularly useful for post-
docs and for graduate or advanced undergraduate students who
are working in laboratories focused on environmental control
of gene expression and adaptation in bacteria to broaden their
horizons. It is also very useful for those wanting to familiarize
themselves with this field of study.

Frans J. de Bruijn
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Técnico, Universidade de Lisboa, Lisboa, Portugal

Marı́a F. Fillat
Department of Biochemistry and Molecular and Cell Biology and Institute
for Biocomputation and Physics of Complex Systems (BIFI), University of
Zaragoza, Zaragoza, Spain

Caroline M. Finn
Department of Biological Sciences, Smith College, Northampton,
Massachusetts, USA

Brittany A. Fleming
Division of Microbiology and Immunology, Pathology Department,
University of Utah School of Medicine, Salt Lake City, Utah, USA

Antje Flieger
Division of Enteropathogenic Bacteria and Legionella (FG11), Robert
Koch-Institut, Wernigerode, Germany

Ana Lidia Flores-Mireles
Department of Microbiology, Cornell University, Ithaca, New York, USA

Brian C. Freeman
Department of Plant Pathology and Microbiology, Iowa State University,
Ames, Iowa, USA

Michael Fruci
Department of Biomedical and Molecular Sciences, Queen’s University,
Kingston, Ontario, Canada

Mercedes de la Fuente
Departamento de Ciencias y Técnicas Fisicoquı́micas, Facultad de
Ciencias, Universidad Nacional de Educación a Distancia (UNED),
Madrid, Spain

Wim Gaastra
Department of Infectious Diseases and Immunology, Utrecht University,
Utrecht, The Netherlands

Haichun Gao
Institute of Microbiology and College of Life Sciences, Zhejiang University,
Hangzhou, Zhejiang, China

Jean-Christophe Giard
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Biotechnologies pour la Santé (CPBS) and CNRS, FRE 3689, CPBS,
Montpellier, France

Rasika M. Harshey
Department of Molecular Biosciences and Institute of Cellular and
Molecular Biology, University of Texas at Austin, Austin, Texas, USA

Martin Haslbeck
Department Chemie, Technische Universität München, Garching,
Germany

Hosni M. Hassan
Departments of Poultry Science and Microbiology, North Carolina State
University, Raleigh, North Carolina, USA

Jessica L. Hastie
Department of Microbiology, University of Iowa, Iowa City, Iowa, USA

P.J. Hastings
Departments of Molecular and Human Genetics, and The Dan L Duncan
Comprehensive Cancer Center, Baylor College of Medicine, Houston,
Texas, USA

Robert P. Hausinger
Department of Microbiology and Molecular Genetics, Michigan State
University, East Lansing, Michigan, USA

Finbarr Hayes
Faculty of Life Sciences, The University of Manchester, Manchester, UK

Ralf Heermann
Munich Center for integrated Protein Science (CiPSM) at the Department
of Biology I, Microbiology, Ludwig-Maximilians-Universität München,
Martinsried, Germany

Hermann J. Heipieper
Department Environmental Biotechnology, Helmholtz Centre for
Environmental Research – UFZ, Leipzig, Germany

Christophe Herman
Department of Molecular and Human Genetics, Baylor College of
Medicine, Houston, Texas, USA

Tiaan Heunis
Department of Microbiology, Stellenbosch University, Stellenbosch, South
Africa; Current address: Department of Science and Technology/National
Research Foundation Centre of Excellence for Biomedical Tuberculosis
Research, Department of Biomedical Sciences, Division of Molecular
Biology and Human Genetics, Stellenbosch University, Cape Town, South
Africa

Hyouta Himeno
Department of Biochemistry and Molecular Biology, Faculty of Agriculture
and Life Science, Hirosaki University, Hirosaki, Japan

Chee-Hock Hoe
Faculty of Veterinary Medicine, Universiti Malaysia Kelantan, Pengkalan
Chepa, Kota Bharu, Kelantan, Malaysia



xx List of contributors

Patrick Hoernschemeyer
Molecular Microbiology, Biology/Chemistry, University of Osnabrueck,
Osnabrueck, Germany

Tamara Hoffmann
Laboratory for Microbiology, Department of Biology, Philipps-University
Marburg, Marburg, Germany

Dagmar Homerova
Institute of Molecular Biology, Slovak Academy of Sciences, Bratislava,
Slovak Republic

Kar-Wai Hong
Division of Genetics and Molecular Biology, Institute of Biological
Sciences, Faculty of Science, University of Malaya, Kuala Lumpur, Malaysia

Rita Hõrak
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Jonathan Jagodnik
CNRS UMR8261 (affiliated with University Paris Diderot, Sorbonne Paris
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Marı́a Angélica Bravo Núñez
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