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Preface

Hope you, your family and friends are safe. We are passing through quite a chal-
lenging time for society, and the crisis has left no one untouched. Coronavirus—
COVID-19 is a common threat and declared pandemic by the World Health
Organization. It is a call to action, responsibility and time to spread precautions and
stop the fear going viral. The current situation affects everyone, and it demands all
of us to play our part to contain this deadliest stigma to humanity. We mourn for the
bereaved families and wish speedy recovery to the individuals and their families
who are still suffering.

This book brings insights on current scenario of the COVID-19 along with drug
and vaccine discovery approaches being worked out globally. Unfortunately, until
we compile this book, there has not been any substantial success towards the cure
of the COVID and whole scientific community is battling the intellectual war
against this microorganism. Though MERS and nCoV-19 belong to the same
family, there are visible differences in their etiology. There is a chapter on plasma
therapy approach against COVID-19 which is widely experimented by several
countries, but efficacy needs to be measured and studied based on the number of
cases respond positive and get cured because of this technique.

Contents of the current book are useful to scientific fraternity and research
students to gain whereabouts and knowledge related to in-silico vaccine and drug
discovery against coronaviruses, statistics of COVID based on real-time datasets
(Indian context specially), etiology of nCoV-19, therapies and tactics being
workout against COVID-19 to control and check its deadliness and crisis caused
because of its lethal spread.

We thank our Friends at BioAxis DNA Research Centre (P) Ltd., Hyderabad,
Scientists in the Department of Pathology, All India Institute of Medical Sciences,
Patna, for working hard and very meticulously to bring the current research work to
a presentable stage in a quick timeline. This book is dedicated to all medical
doctors, police personals, laboratory professionals and other corona warriors
working day and night to save the humanity against this microorganism which we
cannot see through our naked eyes. A big thank and salute to you all.
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Please take a very good care of yourself, your families and friends, stay home
and keep following the Government regulations. Let us make the world more
resilient together.

Hyderabad, India Amit Kumar
Patna, India Ajit Kumar Saxena
Tainan, Taiwan Gwo Giun (Chris) Lee
Hyderabad, India Amita Kashyap
Hyderabad, India G. Jyothsna
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